Key indicators: single-crystal X-ray study; T = 153 K; mean (C-C) = 0.003 Å; R factor = 0.049; wR factor = 0.130; data-to-parameter ratio = 17.3.
In the title compound, C 17 H 12 F 3 NO 4 S, the heterocyclic thiazine ring adopts a half-chair conformation and the dihedral angle between the benzene rings is 43.28 (9) . The ,-unsaturated C C group is inclined at an angle of 21.0 (3) to the benzene ring of the benzothiazine moiety. In the crystal, inversion dimers linked by pairs of carboxylic acid O-HÁ Á ÁO hydrogen bonds generate R 2 2 (8) loops. Each of the F atoms accepts a C a -HÁ Á ÁF (a = aromatic) hydrogen bond from an adjacent molecule, resulting in (001) sheets.
Related literature
For pharmaceuticals properties of 1,2-benzothiazines, see: Lombardino et al. (1971) ; Turck et al. (1996) ; Zia-ur-Rehman et al. (2005) 
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). and anti-bacterial (Lombardino et al., 1971; Zia-ur-Rehman et al., 2005) . Derivatives of 1,2-benzothiazine-1,1-dioxide also reported as aldose reductase inhibitors (Parveen et al., 2014) . We report here the structure of the title compound, C 17 H 12 F 3 NO 4 S, as an extension of this study. In this compound, (Fig. 1 ) the heterocyclic thiazine ring adopts a half chair conformation and the dihedral angle between the two benzene rings is 43.28 (9)°. The α,β-unsaturated C═C is inclined at an angle of 21.0 (3)° (torsion angle C5-C6-C7-C16) to the mean plane of the benzene ring (C1-C6). In the crystal, the molecules form centrosymmetric cyclic dimers through duplex intermolecular carboxylic acid O-H···O hydrogen bonds [graph set R 2 2 (8) (Etter et al., 1990) ] (Table 1 ) while all of the fluorine atoms on the benzyl ring are involved in intermolecular aromatic C-H···F hydrogen-bonding interactions, giving a two-dimensional network structure lying parallel to (001) (Fig. 3) .
-ylidene]acetic acid methyl ester (0.5 mmol), 1,4-dioxane (5 mL) and 10M hydrochloric acid (8 mL) was refluxed at 80°C for 12 h. The precipitate formed was then filtered and washed with cold water. The crude product was purified by flash chromatography. Crystals suitable for X-ray crystallography were obtained by slow evaporation of a solution of the title compound in ethanol (yield = 70%).
Refinement
The H atom bonded to O1 was located from a difference-Fourier map and refined freely. The remaining H atoms were positioned geometrically, with C-H = 0.95 and 0.99 Å for aromatic and methylene H, respectively, and constrained to ride on their parent atoms with U iso (H) = 1.2U eq (C). The molecular structure of the title compound with the atom numbering scheme. Displacement ellipsoids are drawn at the 30% probability level. Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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